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4. Current and previous positions
	Position
	Institute
	Year

	1. Deputy Director for Research and Business Cooperation Development
	National Phenome Institute, Khon Kaen University, Khon Kaen, Thailand
	2025-present

	2. Assistant Professor
	Division of Medical Technology,
Faculty of Associated Medical Sciences,
Khon Kaen University 
	Sep 2021-present

	3. Lecturer
	Division of Medical Technology,
Faculty of Associated Medical Sciences,
Khon Kaen University
	16 March 2017-2021
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	5. Research Fellow
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5. Special expertise
· Genomics and Bioinformatics
· Genetic and epigenetic biomarkers in circulating cell-free DNA
· Population genetics in non-communicable diseases

6. Current area of research
Dr. Apinya Jusakul’s research focuses on cancer genomics, multi-omics, bioinformatics, and precision medicine, with a particular emphasis on cholangiocarcinoma (CCA), a malignancy with exceptionally high incidence in Northeast Thailand. Her work integrates next-generation sequencing, epigenomics, circulating cell-free DNA analysis, genome-wide association approaches, and computational biology to investigate genetic and epigenetic alterations underlying cancer and non-communicable diseases.
A major theme of her research is the development of population-specific molecular diagnostics and biomarkers for early detection, prognosis, therapeutic stratification, and treatment monitoring. Her current work applies integrated multi-omics analysis, deep-targeted sequencing, liquid biopsy, and machine-learning approaches to identify clinically actionable biomarkers in cholangiocarcinoma and related diseases. Through analysis of circulating tumor DNA and plasma cell-free DNA, her research aims to advance non-invasive diagnostic tools and precision oncology strategies that are relevant to endemic populations.

Dr. Jusakul was a first author of a landmark international study published in Cancer Discovery in 2017, which characterized whole-genome and epigenomic landscapes of cholangiocarcinoma across etiologically distinct subtypes. This work contributed to molecular classification of CCA and identification of clinically actionable alterations, including FGFR, IDH1/2, and HER2-related targets. Her broader research continues to bridge genomic discovery, biomarker development, and translational applications for cancer prevention, diagnosis, and personalized treatment.
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8. Selected past presentation (international)

8.1 Title: Whole-Genome and Epigenomic Landscapes of Etiologically Distinct Subtypes of Cholangiocarcinoma
Event: The 77th Annual Meeting of the Japanese Cancer Association (JCA 2018)
Date: September 27-29, 2018
City/Country: Osaka International Convention Center, Osaka, Japan

8.2 Title: Genomic Profiling of Cholangiocarcinoma: Potential Utility as Genetic Biomarkers
Event: The 2nd ASEAN Cholangiocarcinoma Conference (ACCA2019) – “Combating Cholangiocarcinoma in Southeast Asia”
Date: December 12–14, 2019
City/Country: Landmark Mekong Riverside Hotel, Vientiane, Lao PDR

8.3 Title: Liver Fluke-Associated Biliary Tract Cancer: Molecular Biology and Genomic Landscape
Event: The 79th Annual Meeting of the Japanese Cancer Association (JCA 2020)
Date: October 1–3, 2020
City/Country: RIHGA Royal Hotel, Hiroshima, Japan
Session: International Session – “Infection and cancer: risk estimation and therapeutic targets”

8.4 Title: Genomic Landscape of Cholangiocarcinoma and Evaluation of Cell-Free DNA Approaches
Event: Agilent Genomics Day 2023 Thailand
Date: March 10, 2023
City/Country: Crowne Plaza Bangkok Lumpini Park Hotel, Bangkok, Thailand

8.5 Title: Circulating Tumor DNA as a Biomarker for Predicting and Monitoring Cholangiocarcinoma
Event: 2023 FASEB Scientific Research Conference-The Cholangiocarcinoma Conference: Molecular Drivers, Microenvironment, and Precision Medicine
Date: August 13-17, 2023
City/Country: Omni Rancho Las Palmas Resort and Spa in Palm Springs, California

8.6 Title: Decoding Cholangiocarcinoma: Unveiling Tumor Heterogeneity, Molecular Targets, and Distinct Subtypes Through Multi-Omics Analysis
Event: The 30th Federation of Asian and Oceanian Biochemists and Molecular Biologists Conference and the 8th International Conference on Biochemistry and Molecular Biology (30th FAOBMB / 8th BMB Conference),
Date: November 22-25, 2023
City/Country: Bangkok, Thailand

8.7 Title: Exploring the Complexity of Cholangiocarcinoma: A Multi-omic Approach to Tissue Heterogeneity, Liquid Biopsy, and Targeted Therapy
Event: Multi-omics Symposium 2024
Date: January 22, 2024
City/Country: Khon Kaen University Science Park, Khon Kaen, Thailand

